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          12/01/15 

          

                                                                   

CURRICULUM VITAE - D. C. RAO 
 

1. Personal Information: 
 Sex:  Male 

 Date of Birth:  6 April 1946 

 Place of Birth:  Santhabommali, Andhra Pradesh, India 

 
2. Citizenship:  USA 
 
3. Address and Telephone Numbers: 

 Division of Biostatistics  

 Washington University School of Medicine 

 660 South Euclid Avenue, Box 8067 

 St. Louis, Missouri 63110 

 Phone:  (314) 362-3608 

 e-mail:  rao@wubios.wustl.edu 

 FAX:  (314) 362-2693 

 
4. Present Position:  Professor and Director, Division of Biostatistics 

 
5. Education:  

 Indian Statistical Institute B. Stat. 1967 Statistics, mathematics, botany,

 Calcutta, India   zoology, biochemistry, chemistry, 

    physics, geology, economics, and 

    genetics 

 

 Indian Statistical Institute M. Stat. 1968 Several courses on human genetics 

 Calcutta, India   and probability.  Specialized in 

    advanced probability and 

    mathematical genetics 

 

 Indian Statistical Institute Ph.D. 1971 Thesis: A Statistical Study  

 Calcutta, India   of Tongue Pigmentation in Man 

    (Supervisor: Dr. C.R. Rao)  

 
6. Academic Positions/Employment:  

 1971-1972 Post-doctoral Fellow, Department of Probability and Statistics, University of           
Sheffield, England  

 
 1972-1978 Assistant Geneticist (Assistant Professor), Population Genetics Laboratory, University 

of Hawaii, Honolulu 
 
 1978-1980 Associate Geneticist (Associate Professor), Population Genetics Laboratory, 

University of Hawaii, Honolulu 
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 1980-1982 Associate Professor and Director, Division of Biostatistics,  
  Department of Preventive Medicine;  
  Associate Professor, Departments of Psychiatry and Genetics;  
  Adjunct Associate Professor, Department of Mathematics, Washington University, St. 
  Louis, Missouri 

 
 1982-present Professor and Director, Division of Biostatistics;  
  Professor, Departments of Psychiatry and Genetics; Washington University School  
  of Medicine, St. Louis, Missouri; 
  Adjunct Professor, Department of Mathematics, Washington University,  
  St. Louis, Missouri 

7. Other Experience: 

 (a) Acting Director, Population Genetics Laboratory, University of Hawaii, Honolulu, on numerous 

occasions during 1972-80. 

 (b)  Director, Division of Biostatistics, Washington University, St. Louis, MO, 1980 - present 

 (d) President, International Genetic Epidemiology Society (IGES), 1996; (President-Elect, 1995; 

Past-President, 1997). 

8. Awards/ Recognition 

 (a) “Most Admired Man of the Decade” Award from the American Biographical Institute, 1992. 

 (b) TANA Award for “Outstanding Achievements in Science” (Telugu Association of North 

America), 1993. 

 (c) ”Five Hundred Leaders of Influence”, a biographic compilation by the AmericanBiographical 

Institute, 1996. 

 (d) “IGES Leadership Award” from the International Genetic Epidemiology Society (IGES), 1997. 

   (e) “Who’s Who in Medicine and Healthcare, ABI, 1998. 

   (f) “Champion of Public Health”, Awarded by the School of Public Health and Tropical Medicine, 
Tulane University, New Orleans, 2005. 

   (g)  Fellow, American Association for the Advancement of Science (AAAS), 2012 

   (h)  Fellow, American Statistical Association (ASA), 2013 

9. Editorships/ Editorial Boards 

 (a)  Founding Editor-in-Chief, GENETIC EPIDEMIOLOGY (a bimonthly journal published by 

Wiley-Liss 1984-1991). Official Journal of the International Genetic Epidemiology Society 

(IGES). 

 (b) Editorial Board (Genetics), OBESITY RESEARCH (1995-present). 

 (c) Editorial Board, HUMAN BIOLOGY (1993-1995). 

 (d) Editorial Board, ANNALS OF EPIDEMIOLOGY (1995-2013). 

 (e) Editorial Board, HUMAN HEREDITY (1997-2005). 

   (f) Editorial board, INTERNATIONAL JOURNAL OF HUMAN GENETICS, (2001 – present). 
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10. Memberships/Fellowships: 

 (a) Member and Fellow of the American Association for the Advancement of Science 

 (b) Member of the Biometric Society 

 (c) Member and Fellow of the American Statistical Association 

 (d) Member of the Society for Epidemiological Research 

 (e) Life member of the American Society of Human Genetics 

 (f) Life member of the Indian Society of Human Genetics 

 (g) Founding member of the International Genetic Epidemiology Society. 

11.  Teaching/Training Experience 

  a) 2002 – 2011  Course master for “Independent Study” in Genetic Epidemiology 

      Course master for “Independent Research” in Genetic Epidemiology 

  b) 2002 – Present Program Director, Genetic Epidemiology  

    Masters of Science (GEMS) Training Program 

c) 2004 – 2010  Co-Program Director, Pre-doctoral training in  

    “Human and Statistical Genetics” (HSG) 

d) 2006 – Present Program Director, Summer Institute Program to Increase Diversity  

(SIPID/PRIDE) (Sponsored by NHLBI): “Genetic Epidemiology” with a 

focus on Cardiovascular and other Heart, Lung, Blood, and Sleep Disorders 

e) 2008 – 2010 Director, Pre-Doctoral Training in Human Genetic Epidemiology (T32) 

f) 2008 – Present Program Director, Post-Doctoral Training in Genetic Epidemiology (T32) 

  g) 2011 – Present Program Director, Master of Science in Biostatistics (MSIBS) Training  

    Program 

h) Trainees   24 graduate students, 7 post-docs, and 11 junior faculty (as of 05/27/2014) 

Trainee Name Training 

Program 

Dates of 

Training 

Res Proj Current Position 

Wick Williams Ph.D. 1976-1980 Genetic Epidemiology Deceased (last position 

was at the M.D. 

Anderson Hospital, 

Houston) 

Van Eerdewegh, 

Paul 

Ph.D. 1980-1982 Structural Equation 

Models 

Director of Statistical 

Genetics, Genome 

Therapeutics Corp. 

Province, Michael Ph.D. 1980-1987 Temporal Trends Professor of Genetics, 

Director, Division of 

Statistical Genomics, 
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Washington University 

School of Medicine  

Byard, Pamela J. Post-doc 1981-1982 Genetics of Ped. 

Disorders 

Last known position: 

Asst. Professor of 

Pediatrics, Ohio State 

University 

McGue, Matt Post-doc 1981-1984 Genetic Epidemiology Professor, University 

of Minnesota 

Borecki, Ingrid Post-doc 1983-1986 Genetic Epidemiology Professor, Co-Director, 

Division of Statistical 

Genomics, Washington 

University School of 

Medicine; Regeneron 

(starting August 2015) 

Gilligan, Sheila Ph.D. 1984-1988 Genetics of Alcoholism Faculty member at 

Sturgis Charter School, 

Hyannis, MA 

Lobos, Elizabeth Ph.D. 1984-1994 Lineage Disequilbrium Last known position: 

Senior Scientist, 

Washington University 

School of Medicine 

Vogler, George P Post-doc 1985-1987 Multivariate Path 

Analysis 

Scientific Review 

Officer, Center for 

Scientific Review/NIH; 

Adjunct Professor, 

Pennsylvania State 

University 

Silverman, Edwin 

K. 

Ph.D. 1987-1995 Genetics of COPD Prof. of Medicine, 

Harvard Medical 

School, Assoc. 

Physician, Brigham & 

Women’s Hospital 

Mitchell, Laura E. Jr. Faculty 1991-1995 Genetic Epidemiology Professor-Human 

Genetics & 

Environmental 

Sciences and Associate 

Dean for Research, 

Texas A&M University 

Feitosa, Mary  Post-doc 1992-1994 

1997-1999 

Genetic Epidemiology Research  Assoc. 

Professor-Genetics, 

Washington University 

School of Medicine 

Olson, P. Ph.D. 1994 Phenotypic Plasticity 

and Ontogenetic 

Variation. 

Last known position: 

Pioneer Hybrid, Des 

Moines, Iowa 

Todorov, Jr. Faculty 1994-1997 Genetic Epidemiology Research  Professor- 
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Alexandre Psychiatry, 

Washington University 

School of Medicine 

Gu, C. Charles Jr. Faculty 1995-1998 Genetic Epidemiology Associate  Professor, 

Washington University 

School of Medicine 

An, Ping Jr. Faculty 1997-2000 Genetic Epidemiology Research Asst. 

Professor, Washington 

University School of 

Medicine 

Hong, Yuling Jr. Faculty 1997-2001 Genetic Epidemiology Director, Epidemiology 

and Research Services, 

American Heart 

Association.he left that 

a few years back? Is he 

back at AHA? 

Corbett, Jonathan Jr. Faculty 2002-2003 Genetic Epidemiology Adjunct  Instructor, 

University College 

Instruction and 

Research, Washington 

University  

Wu, Jun GEMS/M.S. 2003-2004 Genetic Epidemiology Last known position: 

Research Statistician, 

Washington University 

(currently in 

California) 

Ehrich, Thomas H. Ph.D. 2000-2004 Genetics of Dietary 

Obesity 

Consulting Patent 

Attorney at Cambia, St. 

Louis 

Kraja, Aldi  Jr. Faculty 1999-2005 Genetic Epidemiology Research Associate 

Professor, Washington 

University School of 

Medicine 

Yu, Kai Jr. Faculty 2003-2005 Genetic Epidemiology Senior Investigator, 

National Cancer 

Institute/NIH.  (Kai 

rcvd. the NIH merit 

award in 2009.) 

Howell, Seth 

Andrew. 

Ph.D. 2002-2004 Mathematics Senior Data Analyst at 

Ayasdi, Pala Alto, CA.   

Flores, Hubert. GEMS/M.S. 2005-2006 Genetic Epidemiology Statistical Data 

Analyst, Cardiology 

Div., Dept. of 

Medicine, Washington 

University School of 

Medicine 
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de las Fuentes, 

Lisa 

GEMS/M.S. 2006-2008 Genetic Epidemiology Assoc. Professor. of 

Medicine and 

Biostatistics, 

Washington University 

School of Medicine 

Ross, Jerlinda 

G.C. 

GEMS MS 2005-2006 Genetic Epidemiology Medical Residency 

Program (ObGyn) at 

Indiana University 

School of Medicine 

Kenney-Hunt, Jane 

P. 

Ph.D. 2006-2007 Genetics Asst. Professor of 

Biology, Westminster 

College, Fulton, MO 

Kishore Kumar, B. Ph.D. 2004-2006 Clinical Trials Last known:  

University of Madras, 

India 

Crosswhite, 

Michael 

GEMS/M.S. 2005-2008 Genetic Epidemiology Last known position:  

Private Industry, 

California 

Huang, Pin-Chia 

(Anya) 

GEMS M.S. 2006-2007 Genetic Epidemiology Last known: Tapei, 

Taiwan 

Zhou, Jia GEMS/M.S. 2006-2007 Genetic imprinting in 

obesity 

Graduate of HSG PhD 

Program, Washington 

University School of 

Medicine 

Park, Yong-Moon GEMS/M.S. 2007-2009 Gene Networks and 

Inflammatory markers 

for Metabolic Syndrome 

Associate Professor, 

Dept. of Preventive 

Medicine, Catholic 

University of Korea 

Sung, Yun Ju Jr Faculty 2006-Present  Statistical genetics Associate Professor, 

Washington University 

School of Medicine 

Shi, Gang Jr Faculty 2006-2011 Statistical genetics Associate Professor, 

Xidian University, 

Xi’an, Shaanxi, China 

Norgard, Eliz Ph.D. 2007-2010 Genetic Architecture 

and Developmental 

Bases for Long Bone 

Length QTL in Mice" 

(committee member) 

Last known position:  

Lab Instructor, Colby 

College, Maine  

Kume, Rezart GEMS/M.S. 2008-2009 Genetic Epidemiology  Digital Marketing 

Analyst at Sigma-

Aldrich, St. Louis, MO 

Simino, Jeannette Post-doc 

Junior 

Faculty 

2009-2012 

2012-2014 

Genetic Epidemiology  Biostatistician, Univ. 

of Mississippi Medical 

Center, Jackson, MI 

Winston Honold, Ph.D./HSG 2006-2010 Genetic Modifiers of Pipeline Decision 
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Julia  Congenital Heart 

Disease (committee 

member) 

Analytics Lead, 

Monsanto Co.  

St. Louis MO 

Kalathiveeti, Sonia  GEMS 2011-12 Genetic Epidemiology Has applied to Medical 

School; currently 

Clinical Research 

Coordinator, Oncology 

Div., Dept. of 

Medicine, Washington 

University School of 

Medicine 

Basson, Jacob Ph.D. 2010 – 2013 Genetic Dissection of 

Blood Pressure 

AAAS Fellow with 

NIGMS 

Basson, Jacob Post-Doc 2013-2015 Genetic Epidemiology AAAS Fellow, NIH-

National Institute of 

General Medical 

Sciences-Office of 

Program Planning, 

Analysis and 

Evaluation (NIGMS-

OPAE), Bethesda, MD 

Basson, Jacob AAAS 

Science and 

Technology 

Policy 

Fellowship 

2015 - present   

12. Research Grants as PI:  

a. Current  

1. Principal Investigator: R01 HL118305: “A Multi-Ethnic Study of Gene-Lifestyle Interactions in 

Cardiovascular Traits”, 01/15/2014 – 12/31/2017, Current year DC $1,525,284, NIH/NHLBI 

Grant.  

2. Principal Investigator: R01HL111249: “Rare Variants for Hypertension in Taiwan Chinese”, 

7/1/2012-6/30/2016, Current year DC $698,261, NIH/NHLBI Grant. 

3. Principal Investigator: R01 HL107552: “Gene-Environment Interactions in the Longitudinal 

Framingham Heart Study”, 08/1/11-03/31/2015 (NCE), Current year DC $225,000, 

NIH/NHLBI Grant. 

4. Principal Investigator, R25 HL105400, “PRIDE Summer Institute in Cardiovascular Genetic 

Epidemiology”, 09/20/10-07/31/14, Current year DC $322,649, NIH/NHLBI. 

5. Principal Investigator, T32 HL091823, “Post-Doctoral Research Training in Genetic 

Epidemiology”, 9/15/2008-8/31/2018, Current year DC $248,632, NIH Grant 

6. Principal Investigator (Subcontract): R01 HL090668: “Initiating Factor for Hypertension”, 

07/1/09-06/30/14 (NCE), Current year DC $57,964, University of Utah (Renal Grant). 
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7. Principal Investigator (Subcontract), R01 HL086694, “Genome-Wide Association Analysis in 

Essential Hypertension”, 12/01/06-05/31/14 (NCE), Current year DC $65,789, Johns Hopkins 

University, NIH Grant. 

8. Principal Investigator (Subcontract), R01 HL055673, “HyperGEN: Genetics of Left Ventricular 

Hypertrophy”, 8/10/1996 - 4/30/2017, Current year DC $42,452, University of Alabama at 

Birmingham, NIH Grant.  

 

b. Recent Past Support  

Principal Investigator (Subcontract), R01 HL 86718, “Fine Mapping of Hypertension Genes Detected 

by Admixture in the FBPP”, 07/1/07-06/30/13, Current year DC $21,249, Case Western University, 

NIH Grant.  

Principal Investigator, R21 HL095054, “Exploring a New Direction to Gene Discovery for 

Hypertension in the Large FBPP”, 09/30/09-07/31/11, Final year DC $100,000, NIH/NHLBI grant 

(ARRA).  

Principal Investigator, R01 HL094286, “Development of Data Ontologies for Integrating Multi-

Center Cardiovascular Studies”, 07/1/09-06/30/11, Final year DC $488,000, NIH/NHLBI grant 

(ARRA). 

Principal Investigator (Subcontract), R01 HL090682, “Family-Based Genome-Wide Association 

Study for Salt-Sensitivity of Blood Pressure”, 09/15/08-07/31/12, Final year DC $147,792, Tulane 

University, NIH Grant. 

Principal Investigator, R25 HL085040, “Genetic Epidemiology of Cardiovascular Disease and Risk 

Factors”, 08/1/06-06/30/10, Final Year DC $239,339, NIH/NHLBI Grant. 

Principal Investigator (Subcontract), U01 HL72507, “Genetic Epidemiology of Blood Pressure 

Intervention”, 09/30/02-05/31/09, Final year DC $86,274, NIH/Tulane University Grant. 

Principal Investigator, “The Genetics of Obesity and its Comorbidity: The Québec Family Study,” 

10/01/98-09/30/03, Total subcontract $39,295, Medical Research Council of Canada/Laval 

University Grant.   

Principal Investigator (Subcontract), R01 HL055673, “HyperGEN:  Genetics of Left Ventricular 

Hypertrophy”, 08/10/96-06/30/11, Final year DC $71,145, NIH/University of Alabama Grant. 

Core Director, Biostatistical Consultation Facility (Core), P30 MH31302, “CRC on Epidemiological 

Genetics and Family Studies”, (C.R. Cloninger, CRC PI), 08/01/96-07/31/01, Total DC for the CRC, 

$3,151,609, NIMH Grant.  

Principal Investigator, U01 HL54473 “The Family Blood Pressure Program (Program Data Center)”, 

09/05/95-08/31/09, Final Year DC $432,319, NIH/NHLBI Grant. 

Principal Investigator, R01 HL47317, “HERITAGE:  Genetics, Exercise & Risk Factors.” 07/01/92-

08/31/06, Final Year DC $280,264, NIH Grant.  

Principal Investigator (Subcontract), R01 HL045670, “HERITAGE Family Study Phase 4”, 09/01/06-

01/31/11, Final year DC $138,386, NIH/Louisiana State University Grant. 
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Principal Investigator, “Family and Genetic Studies of Cardiovascular Disease-Coordinating Center,” 

05/01/92-04/30/96, Total DC, $1,368,281, NIH Grant. 

Principal Investigator:  R01GM28719: “A Research Project in Genetic Epidemiology”, 07/01/1978-

08/31/2009, Final year DC $170,673, NIH/NIGMS Grant. 
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A, Bierut LJ.  Rare, Low Frequency, and Common Coding Variants in CHRNA5 Cotribute to 

Nicotine Dependence In European and African Americans.  Molecular Psychiatry 2015 Aug. 4.  doi: 

10.1038/mp.2015.105 (Epub ahead of print).  PMID: 26239294. 
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1. Brawner CA, Ehrman JK, Leon AS, Rao DC, Bouchard C, Rankinen T, Keteyian SJ.  Are METs 

Estimated from Submaximal Exercise Training Data a Useful Outcome Measure for Clinical 

Exercise Programs?  Journal of Cardiopulmonary Rehabilitation and Prevention.  

2. Bazzano LA, Gu D, Chen J, Huang JF, Rao DC, Jaquish CE, Hixson JE, Chen CS, Chen JC, Duan 

X, Rice T, Kelly TN, Hamm LL, Whelton PK, He J for the GenSalt Collaborative Research Group.  

Effect of Dietary Sodium and Potassium Intervention on Blood Lipids: The GenSalt Study.  

American Journal of Epidemiology.  

3. Shetty PB, Tang H, Feng T, Tayo B, Morrison AC, Kardia SLR, Hanis CL, Boerwinkle EH, Rao 

DC, Cooper RS, Risch N, Zhu X.   Novel Varians for HDL-C, LDL-C and Triglycerides identified 

from admisture mapping and fine-mapping analysis in African American families.  Journal TBD 09-

2013 

4. Winkler TW, Justice AE, Graff M, …, RAO DC, …, Borecki IB, Kutalik Z, Loos RJF.  The 

Influence of Age and Sex on Genetic Associations with Adult Body Size and Shape: A Large-Scale 

Genome-Wide Interaction Study.  Resubmitted to PLoS Genetics 2015. 

5. Raja GK*, Sarzynski M*, Leon A, Skinner J, Rao DC, Rankinen T, Bouchard C.  Can We Predict 

Submaximal and Maximal Fitness Training Responses From Baseline Skeletal Muscle 

Characteristics?  (NOTE:  To be submitted to European Journal of Applied Physiology 2015.) 

6. Sung YJ, Perusse L, Sarzynski M, Fornage M, Sidney S, Sternfeld B, Rice T, Terry J, Jacobs D, 

Katzmarzyk P, Curran J, Carr JJ, Blangero J, Ghosh S, Espres J-P, Rankenen T, Rao DC, Bouchard 

C.  Genome-Wide Association Studies Suggest Sex-Specific Loci Associated with Abdominal and 

Visceral Fat.  Submitted to International Journal of Obesity 2015. 
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7. Add Names….  A Genome-Wide Study of Gene-Smoking Interaction on Blood Pressure in African 

Americans.  Submitted to Scientific Reports 2015 . 

 

14.  Abstracts, presentations, and other publications (incomplete list after 2007) 

1. Detection of inbreeding.  Presented at the International Symposium on Human Genetics, held at 

Waltair, India, 1970 

2. Complex genetic correlations through path diagrams.  Proceedings 24th Annual Meeting of the 

Indian Society of Agricultural Statistics, Madras, India, 1971. 

3. Gene frequency and its importance.  Proceedings of the Symposium on Genetical Demography, 

Indian Science Congress Association, Bangalore, India, 1971. 

4. Segregation probability for tongue pigmentation in man.  4th International Congress of Human 

Genetics, Paris, Book of Abstracts, 1971. 

5. Path analysis of familial correlations:  Theory and applications.  Presented at the 25th Anniversary 

Meeting of the American Society of Human Genetics, held at Atlanta, Georgia, 1973. 

6. Resolution of cultural and biological inheritance by path analysis.  Presented at the 27th 

Anniversary Meeting of the American Society of Human Genetics, held at Baltimore, 1975. 

7. Path analysis of lipoproteins in nuclear families.  Presented at the 5th International Congress of 

Human Genetics, held in Mexico City, 1976. 

8. Characteristics of a heterogeneity test in human linkage.  Presented at Linkage Meeting, Winnipeg, 

1977. 

9. Path analysis.  Presented at Statistical Methods in Human Genetics, Chapel Hill, NC, April 1978. 

10. Path analysis of family resemblance.  Presented at the Hawaiian Society of Multivariate 

Experimental Psychology, May, 1978. 

11. A maximum likelihood map of chromosome 1.  Presented at 5th International Meeting on Human 

Gene Mapping, Edinburgh, Scotland, 1979. 

12. Analysis of family resemblance I.  Path analysis under mixed homogamy.  Technical Report No. 3, 

Population Genetics Laboratory, University of Hawaii, Honolulu, 1979. 

13. Analysis of family resemblance II.  Path and segregation analyses of attribute data.  Technical 

Report No. 7, Population Genetics Laboratory, University of Hawaii, Honolulu, 1979. 

14. Path analysis under generalized assortative mating.  Presented at the 30th Annual Meeting of the 

American Society of Human Genetics, Minneapolis, 1979. 

15. Cultural and genetic determinants of plasma cholesterol and triglyceride.  Presented at the 

American Heart Association Meeting, 1981. 

16. The Cincinnati Princeton School District Lipid Research Clinic Family Study: Path analysis of 

plasma cholesterol and triglyceride levels.  Presented at the 32nd Annual Meeting of the American 

Society of Human Genetics, Dallas, 1981. 
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17. Path analysis of American IQ correlations under generalized assortative mating. 6th International 

Congress of Human Genetics, Jerusalem, Book of Abstracts, 1981. 

18. Cultural and biological determinants of lipids and lipoprotein concentrations.  Presented at the 

American Heart Association Meetings, Dallas, 1981. 

19. Cultural and biological inheritance of plasma lipids.  Presented at the Annual Meeting of the 

American Association of Physical Anthropologists, Eugene, Oregon, April, 1982. 

20. Path analysis in genetic epidemiology.  Presented at C.C. Li Symposium, University of Pittsburgh, 

October, 1982. 

21. Application of path analysis in Human Genetics,.  Presented at the 6th International Symposium on 

Multivariate Analysis, Pittsburgh, July, 1983. 

22. The role of path analysis in coronary heart disease research.  Presented at a workshop on Genetic 

Epidemiology of Coronary Heart Disease: Past, Present, and Future, St. Louis, August, 1983. 

23. Mendelian, Galtonian, and Multifactorial Inheritance in Man.  Presented at the 10th Annual 

Conference of the Indian Society of Human Genetics, Waltair, December, 1983. 

24. Genetic epidemiology of risk factors for coronary heart disease.  Presented at the 15th International 

Congress of Genetics, New Delhi, December, 1983. 

25. Demonstration of a common major gene with pleiotropic effects on immunoglobulin E levels and 

allergy.  Borecki IB, Rao DC, Lalouel JM, McGue M and Gerrard JW.  Presented at American 

Society of Human Genetics, Meeting, October, 1985, Salt Lake City, UT; American Journal of 

Human Genetics, 37:189A, 1985. 

26. Province MA and Rao DC.  A new model for the resolution of cultural and biological inheritance in 

the presence of temporal trends:  Application to systolic blood pressure.  Presented at American 

Society of Human Genetics, August, 1985. 

27. Province MA and Rao DC.  Familial aggregation in the presence of temporal trends.  Presented at 

NIH workshop on longitudinal data analysis, December, 1986. 

28. Commingling in the Distributions of Immunoglobulin Levels.  M. McGue, J.W. Gerrard, M.D. 

Lebowitz, D.C. Rao.   Human Heredity, July, 1986. 

29. A new single gene dyslipoproteinemia:  Primary hypoalphalipoproteinemia associated with 

depressed level of apo AII.  Borecki IB, Rao DC and Glueck GJ.  7th International Congress of 

Human Genetics, Abstract p. 404, 1986. 

30. Province MA, Tishler P and Rao DC.  A repeated measures model for the investigation of temporal 

trends using longitudinal family studies:  Application to systolic blood pressure.  Presented at 

American Society of Human Genetics, August, 1987. 

31. Vogler GP, Rao DC, Laskarzewski PM, Perry TS, Rice T and Province MA.  Multifactorial 

transmission of risk factors for coronary heart disease:  Are the mechanisms the same?  Presented at 

the 1988 American Society of Human Genetics meeting, New Orleans, LA.  American Journal of 

Human Genetics, 43:A223 Supplement 1988 (abs). 

32. Vogler GP, Rice T, Laskarzewski PM, Perry TS, Province MA and Rao DC.  Heterogeneity in the 

familial aggregation of risk factors for coronary heart disease in five North American populations:  

The Lipid Research Clinics Family Study. Presented at the 1989 American Society of Human 
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Genetics meeting, Baltimore, MD.  American Journal of Human Genetics, 45:A251 Supplement 

1989 (abs). 

33. Borecki IB, Rao DC, Yaouanq J and Lalouel JM.  Genetic hemochromatosis:  Disease and 

biochemical expression in 146 ascertained families.  Presented at the 1989 American Society of 

Human Genetics, Meeting, Baltimore, MD.  American Journal of Human Genetics, 45:A235, 1989 

(abs). 

34. Rice T, Bouchard C, Borecki IB and Rao DC.  Is there a major gene effect on systolic blood 

pressure?  American Journal of Human Genetics, 45:A247, 1989 (abs). 

35. Myers RH, Kiely DK, Borecki IBB, Cupples LA, Kannel WB and Rao DC.  Major gene evidence 

for systolic blood pressure in the Framingham study.  American Society of Human Genetics, 

47:A141, 1990 (abs). 

36. Rice T, Vogler GP, Laskarzewski PM and Rao DC.  Heterogeneity between families ascertained 

through random and hyperlipidemic probands:  Triglyceride and high-density lipoprotein 

cholesterol in the Lipid Research Clinics family study.  Presented at 1990 American Society of 

Human Genetics meeting, Cincinnati, OH.  American Journal of Human Genetics, 47:A143 

Supplement 1990 (abs). 

37. Vogler GP, Srinivasan MR, Stunkard AJ, Sørensen TIA and Rao DC.  The significance of genetic 

and nonshared environmental influences on human obesity:  The Danish Adoption Study.  

American Journal of Human Genetics, 47:A81, 1990 (abs). 

38. Rice T, Borecki IB, Mitchell LE, Laskarzewski PM, Sprecher D, Feigelson HS and Rao DC.  

Familial aggregation of and multivariate associations among sex steroid hormones.  Presented at the 

8th International Congress of Human Genetics, Washington, D.C.  American Journal of Human 

Genetics (Supplement) 49:480, 1991 (abs). 

39. Mitchell LE, Nirmala A, Rice T, Reddy PC and Rao DC.  First investigation of familial 

aggregation and transmission of adiposity in an Indian population.  Presented at the 8th 

International Congress of Human Genetics, Washington, D.C.  American Journal of Human 

Genetics, (Supplement) 49:476, 1991 (abs). 

40. Nirmala A, Rice T, Reddy PC and Rao DC.  Familial aggregation of blood pressure in an Indian 

population. Presented at the 8th International Congress of Human Genetics, Washington, D.C.  

American Journal of Human Genetics 49:477 1991 (abs). 

41. Borecki IB, Rice T, Bouchard C and Rao DC.  First evaluation of major gene hypotheses for 

primary components of body composition measured using underwater weighing. Presented at the 

8th International Congress of Human Genetics, Washington, D.C.  American Journal of Human 

Genetics, (Supplement) 49:465, 1991 (abs). 

42. Sprecher DL, Borecki IB, Huster GA, Feigelson HS, Rao DC and Laskarzewski PM.  MI vs. 

control sample comparison:  Preliminary data from the endogenous hormone-lipoprotein family 

study.  Presented at the American Heart Association, Anaheim, CA 1991. 

43. Province MA, Arnqvist P, Keller J, Higgins M and Rao DC.  Strong evidence for a major gene for 

obesity in the large, unselected total community health study of Tecumseh.  American Journal of 

Human Genetics, 3:435-455, 1991 (abs). 
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44. Province MA and Rao DC.  SEGPATH:  A computer program for creating general, combined 

segregation and path analysis models.  Presented at the First International Genetic Epidemiology 

Society meeting, Minneapolis, MN, June 1992. 

45. Mitchell LE, Sprecher DL, Borecki IB, Rice T, Laskarzewski PM and Rao DC.  Dehydroepiandro-

sterone sulfate and premature myocardial infarction in males.  Presented at the 65th American Heart 

Association, New Orleans, LA, 1992. 

46. Mitchell LE, Nirmala A and Rao DC.  Gene-environment interaction for body mass index?  

Presented at the First annual meeting, International Genetic Epidemiology Society, Minneapolis, 

MN, June 1992. 

47. Vogler GP and Rao DC.  Path analysis in genetic epidemiology:  Theory and applications.  Paper 

presented at the Haldane Centenary International Conference on Human Genetics, Calcutta, India, 

December 1992. 

48. Feitosa MF, Borecki IB, Krieger H, Beiguelman B, and Rao DC.  Genetic susceptibility to Leprosy 

in a Brazilian population sample. Presented at the Second annual meeting, International Genetic 

Epidemiology Society in New Orleans, LA.  Genetic Epidemiology, 10:343, 1993 (abs 

49. Rao DC, Heiss G. and Province MA, for the Family Heart Study Investigators.  Coronary heart 

disease in a new multicenter genetic epidemiological family study:  The Family Heart Study.  

Presented at the Second annual meeting, International Genetic Epidemiology Society in New 

Orleans, LA.  Genetic Epidemiology, 10:334, 1993 (abs). 

50. Borecki IB, Province MA and Rao DC.  Inferring a major gene for quantitative traits by using 

segregation analysis and tests on transmission parameters:  How often do we miss?  Presented at the 

3rd annual meeting International Genetic Epidemiology Society, Paris, France.  Genetic 

Epidemiology, 11:287, 1994 (abs). 

51. Rao DC.  Genetic epidemiology of complex traits.  Presented at the 3rd annual meeting 

International Genetic Epidemiology Society, Paris, France.  Genetic Epidemiology, 11:1994 (abs). 

52. Feitosa MF, Borecki IB, Rao DC, Beiguelman B, and Krieger H.  The genetics of man’s reaction to 

lepromin.  Presented at the 3rd annual meeting International Genetic Epidemiology Society, Paris, 

France.  Genetic Epidemiology, 11:292, 1994 (abs). 

53. Province MA, Rao DC, Bouchard C, Leon A, Skinner J, Wilmore J and the HERITAGE Group.  A 

new model for the analysis of family study clinical trials:  Searching for genes regulating the 

response to exercise training in the HERITAGE Study.  Presented at the 3rd annual meeting 

International Genetic Epidemiology Society, Paris.  Genetic Epidemiology, 11: 305, 1994 (abs). 

54. Todorov AA, Borecki IB and Rao DC.  Reporting the results of a power study for a two-locus 

model of disease.  Presented at the Genetic Analysis Workshop, 1994. 

55. Rao DC.  Modeling genetic determinants of obesity in population and family studies.  Presented at 

the International Congress of Obesity, Toronto, August, 1994. 

56. Simoneau JA, Gagnon J, Thériault G, Leon AS, Rao DC, Skinner JS, Wilmore JH and Bouchard C.  

Response of skeletal muscle enzyme activities to endurance training:  variation within and between 

families.  Presented at the 42nd annual meeting of American College of Sports Medicine, 

Minneapolis, Minnesota.  Medicine and Science in Sports and Exercise 27:5 543, 1995. 
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57. Pérusse L, Després JP, Lemieux S, Rice T, Rao DC and Bouchard.  Familial resemblance in 

abdominal visceral fat assessed by computed tomography.  Presented at NAASO, Baton Rouge, 

LA, October 1995.  Obesity Research 3(Suppl 3), 1995 (abs). 

58. Allison DB, Neale MC, Grim CE, Tishler PV, Reddy N, Rao DC and Heymsfield SB.  Does 

genetic predisposition to obesity moderate the BMI blood pressure relationship?  Submitted to 

NAASO 1995 meeting. 

59. Allison DB, Reddy N and Rao DC.  Using data from consanguineous matings to assess non-

additivity in genetic factors influencing adiposity.  Presented at the North American Association for 

The Study of Obesity, October, 1995 meeting. 

60. Feitosa MF, Rice T, Nirmala-Reddy A and Rao DC.  Segregation analysis of regional fat 

distribution in families from Andhra Pradesh, India.  Presented at the 41st Congresso Nacional de 

Genética, Caxambú, Minas Gerais, Brasil.  Brasil. Genet. 18:349 (Suppl B175), 1995 (abs). 

61. Todorov AA, Borecki IB and Rao DC.  Linkage analysis of complex traits using affected sibpairs:  

effects of single-locus approximations on estimates of the required sample size.  Presented at the 

45th annual meeting American Society of Human Genetics in Minneapolis, MN.  American Journal 

of Human Genetics, 57:987, 1995 (abs). 

62. Rao DC, Province MA, Borecki IB, Rice T and Todorov A.  Modeling genetic determinants of 

obesity in population and family studies. Proceedings of the 7th International Congress on Obesity, 

1995. 

63. Todorov AA, Borecki IB and Rao DC.  Power calculations under two-locus models of disease. 

American Journal of Human Genetics, 53: A987, 1995 (abs). 

64. Rivera MA, Dionne FT, Gagnon J, Leon AS, Skinner JS, Wilmore JH, Rao DC and Bouchard C.  

BamHI polymorphism in mitochondrial DNA (mtDNA) and aerobic performance in the 

HERITAGE study.  Presented at the ACSM meetings in Cincinnati, OH, 1995. 

65. Barbeau P, Gagnon J, Leon AS, Skinner JS, Wilmore JH, Rao DC, Dionne FT and Bouchard C.  

Xbal erythropoietin gene polymorphism and aerobic response to training in the HERITAGE study.  

Presented at the ACSM meetings in Cincinnati, OH, 1995 

66. Wilmore JH, Bouchard C, Leon AS, Rao DC and Skinner JS.  The HERITAGE Family Study:  

Genetics, Response to Exercise, and Risk Factors.  Presented at the Third International Conference 

on Nutrition and Fitness Olympic Stadium, Athens, Greece May, 1996. 

67. Rice T, Tremblay A, Dériaz O, Pérusse L, Rao DC and Bouchard C.  An oligogenic model for 

resting metabolic rate.  Presented at the 5th annual meeting of the International Genetic 

Epidemiology Society in Rio de Janeiro, Brazil.  Genetic Epidemiology, 13:305, 1996 (abs). 

68. Todiriv AA and Rao DC.  Randomization tests to control false-positives in genomic scans for 

OTLs. Presented at the 5th annual meeting of the International Genetic Epidemiology Society in Rio 

de Janeiro, Brazil.  August, 1996. 

69. Todorov AA and Rao DC.  Trading power and false-positives in a genome wide search for QTLs. 

Presented at the 9th annual meeting of the International Congress of Human Genetics in Rio de 

Janeiro, Brazil.  August, 1996. 
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70. Gu C, Province MA, Li Z and Rao DC.  A meta-analysis methodology for combining non-

parametric sibpair linkage results.  Presented at the 5th annual meeting of the International Genetic 

Epidemiology Society (President’s Address), Rio de Janeiro, Brazil.  August 1996. 

71. Rao DC.  CAT scans, PET scans, and genomic scans.  Presidential address delivered at the 5th 

annual meeting of the International Genetic Epidemiology Society in Rio de Janeiro, Brazil.  

August 1996. 

72. Rao DC.  Genetic dissection of complex Phenotypes:  State of the Art.  Presented at the 9th 

International Congress of Human Genetics, Rio de Janeiro, Brazil.  August 1996. 

73. Gu C and Rao DC.  Genetic dissection of complex quantitative traits: Genome wide search using 

sibpairs with extreme trait values.  Presented at the 9th International Congress of Human Genetics, 

Rio de Janeiro, Brazil.  August 1996. 

74. Feitosa MF, Rice T, Nirmala Reddy A and Rao DC.  Segregation analysis of energy intake and 

energy expenditure in families from Andhra Pradesh, India.  Presented at the 5th annual meeting of 

the International Genetic Epidemiology Society, Rio de Janeiro, Brazil.  August 1996.  Genetic 

Epidemiology 13:308, 1996 (abs). 

75. Wilmore JH, Gagnon J, Leon AS, Rao DC, Skinner JS and Bouchard C. The HERITAGE Family 

Study: Genetics, response to exercise, and risk factors. Proceedings of the Third International 

Conference on Nutrition and Fitness, Athens, Greece, 1996. 

76. Pérusse L, Collier G, Gagnon J, Leon AS, Rao DC, Skinner JS, Wilmore JH, Zimmet PZ, and 

Bouchard C.  Acute and chronic effects of exercise on leptin levels in human.  To be presented at 

the North American Association for the Study of Obesity, 1996. 

77. Gagnon J, Ho-Kim MA, Chagnon YC, Pérusse L, Dionne FT, Leon AS, Skinner JS, Wilmore JH, 

Rao DC and Bouchard C.  Absence of linkage between the training response of VO2MAX and 

Chromosome 22 markers.  Submitted abstract to the ACSM, 1996. 

78. Gu C, Todorov AA and Rao DC.  Genome screening using extremely discordant and extremely 

concordant sibpairs.  Genetic Analysis Workshop 10, 1996. 

79. Grinker JA, Perusse L, Rice T, Rao DC, and Bouchard C.  Familial aggregation for 12-yr changes 

in body composition: Results from the Québec Family Study. Presented at the 1997 Experimental 

Biology meeting in New Orleans. 

80. Borecki IB, Blangero J, Rice T, Bouchard C, and Rao DC.  Evidence for two-locus inheritance of 

human fatness. Presented at the 6th annual meeting of the International Genetic Epidemiology 

Society in Baltimore MD., October 1997.  Genetic Epidemiology 14:519, 1997 (abs). 

81. Gu C and Rao DC. The effect of IBD imputation on the analysis of extreme sibpairs.  Presented at 

the 6th Annual Meeting of the International Genetic Epidemiology Society (IGES), Baltimore, MD., 

October, 1997. 

82. Skinner JS, Jaskólski A, Jaskólski A, Gagnon J, Leon AS, Wilmore JH, Rao DC, and Bouchard C.  

Endurance Training and Perceived Exertion (RPE).  Abstract submitted to American College of 

Sports Medicine (ACSM) meeting. 1997 

83. Todorov AA, Siegmund KD, Heath AC and Rao DC. Multivariate linkage analysis with structural 

relations. Platform presentation, 47th meeting of the American Society of Human Genetics (ASHG), 

Baltimore, MD. 1997. 
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84. Siegmund KD, Todorov AA and Rao DC.  A comparison of parametric and non-parametric linkage 

methods for diseases with variable age of onset.  6th annual meeting of the International Genetic 

Epidemiology Society (IGES) in Baltimore, MD, August, 1997. 

85. Todorov AA, Genin E, Siegmund K, and Rao DC.  Power of the affected sibpair method in the 

presence of environmental factors. Platform presentation, 6th Annual Meeting of the International 

Genetic Epidemiology Society (IGES), Baltimore, MD. August, 1997. 

86. Stanforth PR, Ruthven MD, Gagnon J, Bouchard C, Leon AS, Rao DC, Skinner JS and Wilmore 

JW. Accuracy of prediction equations to estimate submaximal VO2 during cycle ergometry. 

Presented at the American College of Sports Medicine (ACSM) meeting, 1998. 

87. Lussier-Cacan S, Gagnon J, Leon AS, Rao DC, Skinner JS, Wilmore JH, Bouchard C and 

Davignon J. Effects of exercise training on plasma total homocysteine and glutathione levels: The 

HERITAGE Family Study. Presented at the American College of Sports Medicine (ACSM) 

meeting, 1998. 

88. Sun G, Gagnon J, Chagnon YC, Pérusse L, Leon AS, Rao DC, Skinner JS, Wilmore JH and 

Bouchard C. Association and linkage studies between the IGF-1 gene and body composition: The 

HERITAGE Family Study. Presented at the American College of Sports Medicine (ACSM) 

meeting, 1998. 

89. Kaeferlein B, Serfass RC, Walker AJ, Rao DC, Skinner JS, Wilmore JH, Gagnon J, Bouchard C 

and Leon AS. The effect of exercise training on heart rate variability and stroke volume. Presented 

at the American College of Sports Medicine (ACSM) meeting, 1998. 

90. Walker AJ, Leon AS, Deprés JP, Rao DC, Skinner JS, Wilmore JH, Gagnon J and Bouchard C. 

Body fat versus dietary fat in a bi-racial population of men and women: The HERITAGE Family 

Study. Presented at the American College of Sports Medicine (ACSM) meeting, 1998. 

91. Gagnon J, Nadeau A, Rice T, Li X, Tremblay A, Leon AS, Rao DC, Skinner JS, Wilmore JH and 

Bouchard C. Reproducibility of exercise plasma substrate levels: The HERITAGE Family Study. 

Presented at the American College of Sports Medicine (ACSM) meeting, Orlando, FL, May 1998.  

Medicine and Science in Sports and Exercise 30(suppl), 1998 (abs). 

92. Leon AS, Schmitz MKH, Walker AJ, Despres JP, Rao DC, Skinner, Wilmore JH, Gagnon J, 

Bouchard C.  Response of blood lipids to aerobic exercise training The HERITAGE Family Study.  

Presented at the American College of Cardiology Meeting, Rio de Janeiro, Brazil, April 26-30, 

1998. 

93. Rice T, Province MA, Pérusse L, Chagnon Y, Borecki IB, Rankinen T, Gu C, Nadeau A, Rao DC 

and Bouchard C.  The role of fat mass in an investigation of quantitative trait loci for blood pressure 

in Obese-prone families:  The Quebec Family Study.  Presented at the Genetic and Molecular Basis 

of Obesity Satellite Symposium of the 8th International Congress on Obesity, Paris, France, August, 

1998. 

94. Pérusse L, Chagnon YC, Warden C, Després JP, Rice T, Rao DC, and Bouchard C.  Linkage 

between human syntenic region to the mouse Mob-1 QTL and abdominal visceral fat and blood 

lipids.  Presented at the 1998 8th International Congress on Obesity, Paris, France, August 29-

September 3, 1998.  International Journal of Obesity 22(Suppl3):S15, 1998 (abs). 

95. Chagnon YC, Rice T, Rao DC, and Bouchard C.  Genetics of obesity and related subphenotypes in 

the Quebec Family Study.  Presented at the Genetic and Molecular Basis of Obesity Satellite 
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Symposium of the 8th International Congress on Obesity, Paris, France, August 29-September 3, 
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96. Sun G, Chagnon YC, Gagnon J, Pérusse L, Rao DC, Rivera M, Sjöström L, and Bouchard C.  ApaI 

polymorphism in IGF-II gene associated with higher BMI and fat mass (FM) in women from the 

Swedish obese subjects (SOS) and the Québec Family Study (QFS) cohorts. Presented at the 1998 

8th International Congress on Obesity, Paris, France, August 29-September 3, 1998. 

97. Province MA, Rice T, Borecki IB, Gu C and Rao DC.  A multivariate and multilocus variance 

components approach using structural relationships to assess quantitative trait linkage via 

SEGPATH.  Presented at the 7th Annual meeting of the International Genetic Epidemiology 

Society, Arcachon, France, September 11-12, 1998.  Genetic Epidemiology 15:546-547, 1998 (abs). 

98. Borecki I, Province M, Rice T, Bouchard C and Rao DC.  Evaluating the evidence for linkage of 

candidate genes with BMI, fat mass, and fat-free mass by using a variance components approach 

(SEGPATH): The Québec Family Study. Presented at the 7th Annual meeting of the International 

Genetic Epidemiology Society, Arcachon, France, September 11-12, 1998.  Genetic Epidemiology 

15:544, 1998 (abs). 

99. Gu C, Province MA and Rao DC.  A meta-analysis methodology for combining results of family-
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Epidemiology Society, Archachon, France, September 11-12, 1998. 
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meeting of the American College of Sports Medicine, 1999. 

103. Skinner JS, Gagnon J, Leon AS, Mandel S, Rao DC, Wilmore JH, and Bouchard C.  Classification 
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1999. 
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106. Al’Absi M, Devereux R, Lewis C, Kitzman D, Rao DC, Bhandari A, Markovitz J, and Arnett D.  
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