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CURRICULUM VITAE - D. C. RAO

Personal Information:
Sex: Male
Date of Birth: 6 April 1946
Place of Birth: Santhabommali, Andhra Pradesh, India

Citizenship: USA

Address and Telephone Numbers:
Division of Biostatistics
Washington University School of Medicine
660 South Euclid Avenue, Box 8067
St. Louis, Missouri 63110
Phone: (314) 362-3608
e-mail: rao@wubios.wustl.edu
FAX: (314) 362-2693

Present Position: Professor and Director, Division of Biostatistics

Education:

Indian Statistical Institute B. Stat. 1967 Statistics, mathematics, botany,

Calcutta, India zoology, biochemistry, chemistry,
physics, geology, economics, and
genetics

Indian Statistical Institute M. Stat. 1968 Several courses on human genetics

Calcutta, India and probability. Specialized in
advanced probability and
mathematical genetics

Indian Statistical Institute Ph.D. 1971 Thesis: A Statistical Study

Calcutta, India of Tongue Pigmentation in Man

(Supervisor: Dr. C.R. Rao)

Academic Positions/Employment:
1971-1972  Post-doctoral Fellow, Department of Probability and Statistics, University of
Sheffield, England

1972-1978  Assistant Geneticist (Assistant Professor), Population Genetics Laboratory, University
of Hawaii, Honolulu

1978-1980  Associate Geneticist (Associate Professor), Population Genetics Laboratory,
University of Hawaii, Honolulu



1980-1982  Associate Professor and Director, Division of Biostatistics,
Department of Preventive Medicine;
Associate Professor, Departments of Psychiatry and Genetics;
Adjunct Associate Professor, Department of Mathematics, Washington University, St.
Louis, Missouri

1982-present Professor and Director, Division of Biostatistics;
Professor, Departments of Psychiatry and Genetics; Washington University School
of Medicine, St. Louis, Missouri;
Adjunct Professor, Department of Mathematics, Washington University,
St. Louis, Missouri

7. Other Experience:

(@) Acting Director, Population Genetics Laboratory, University of Hawaii, Honolulu, on numerous
occasions during 1972-80.

(b) Director, Division of Biostatistics, Washington University, St. Louis, MO, 1980 - present

(d) President, International Genetic Epidemiology Society (IGES), 1996; (President-Elect, 1995;
Past-President, 1997).

8. Awards/ Recognition
(@) “Most Admired Man of the Decade” Award from the American Biographical Institute, 1992.

(b) TANA Award for “Outstanding Achievements in Science” (Telugu Association of North
America), 1993.

(c) “Five Hundred Leaders of Influence”, a biographic compilation by the AmericanBiographical
Institute, 1996.

(d) “IGES Leadership Award” from the International Genetic Epidemiology Society (IGES), 1997.
(e) “Who’s Who in Medicine and Healthcare, ABI, 1998.

(f) “Champion of Public Health”, Awarded by the School of Public Health and Tropical Medicine,
Tulane University, New Orleans, 2005.

(g) Fellow, American Association for the Advancement of Science (AAAS), 2012
(h) Fellow, American Statistical Association (ASA), 2013
9. Editorships/ Editorial Boards

(@) Founding Editor-in-Chief, GENETIC EPIDEMIOLOGY (a bimonthly journal published by
Wiley-Liss 1984-1991). Official Journal of the International Genetic Epidemiology Society
(IGES).

(b) Editorial Board (Genetics), OBESITY RESEARCH (1995-present).

(c) Editorial Board, HUMAN BIOLOGY (1993-1995).

(d) Editorial Board, ANNALS OF EPIDEMIOLOGY (1995-2013).

(e) Editorial Board, HUMAN HEREDITY (1997-2005).

(f) Editorial board, INTERNATIONAL JOURNAL OF HUMAN GENETICS, (2001 — present).



10. Memberships/Fe

Ilowships:

(a) Member and Fellow of the American Association for the Advancement of Science

(b) Member of the Biometric Society

(c) Member and Fellow of the American Statistical Association

(d) Member of the Society for Epidemiological Research

(e) Life member of the American Society of Human Genetics

(f) Life member of the Indian Society of Human Genetics

(g) Founding member of the International Genetic Epidemiology Society.

11. Teaching/Training Experience

a) 2002 — 2011

b) 2002 — Present

c) 2004 — 2010

d) 2006 — Present

e) 2008 — 2010
) 2008 — Present
g) 2011 — Present

Course master for “Independent Study” in Genetic Epidemiology
Course master for “Independent Research” in Genetic Epidemiology

Program Director, Genetic Epidemiology

Masters of Science (GEMS) Training Program

Co-Program Director, Pre-doctoral training in
“Human and Statistical Genetics” (HSG)

Program Director, Summer Institute Program to Increase Diversity
(SIPID/PRIDE) (Sponsored by NHLBI): “Genetic Epidemiology” with a
focus on Cardiovascular and other Heart, Lung, Blood, and Sleep Disorders

Director, Pre-Doctoral Training in Human Genetic Epidemiology (T32)

Program Director, Post-Doctoral Training in Genetic Epidemiology (T32)

Program Director, Master of Science in Biostatistics (MSIBS) Training

Program
h) Trainees 24 graduate students, 7 post-docs, and 11 junior faculty (as of 05/27/2014)
Trainee Name Training Dates of Res Proj Current Position
Program Training

Wick Williams Ph.D. 1976-1980 Genetic Epidemiology | Deceased (last position
was at the M.D.
Anderson Hospital,
Houston)

Van Eerdewegh, Ph.D. 1980-1982 Structural Equation Director of Statistical

Paul Models Genetics, Genome
Therapeutics Corp.

Province, Michael | Ph.D. 1980-1987 Temporal Trends Professor of Genetics,
Director, Division of
Statistical Genomics,




Washington University
School of Medicine

Byard, Pamela J.

Post-doc

1981-1982

Genetics of Ped.
Disorders

Last known position:
Asst. Professor of
Pediatrics, Ohio State
University

McGue, Matt

Post-doc

1981-1984

Genetic Epidemiology

Professor, University
of Minnesota

Borecki, Ingrid

Post-doc

1983-1986

Genetic Epidemiology

Professor, Co-Director,
Division of Statistical
Genomics, Washington
University School of
Medicine; Regeneron
(starting August 2015)

Gilligan, Sheila

Ph.D.

1984-1988

Genetics of Alcoholism

Faculty member at
Sturgis Charter School,
Hyannis, MA

Lobos, Elizabeth

Ph.D.

1984-1994

Lineage Disequilbrium

Last known position:
Senior Scientist,
Washington University
School of Medicine

Vogler, George P

Post-doc

1985-1987

Multivariate Path
Analysis

Scientific Review
Officer, Center for
Scientific Review/NIH;
Adjunct Professor,
Pennsylvania State
University

Silverman, Edwin
K.

Ph.D.

1987-1995

Genetics of COPD

Prof. of Medicine,
Harvard Medical
School, Assoc.
Physician, Brigham &
Women’s Hospital

Mitchell, Laura E.

Jr. Faculty

1991-1995

Genetic Epidemiology

Professor-Human
Genetics &
Environmental
Sciences and Associate
Dean for Research,
Texas A&M University

Feitosa, Mary

Post-doc

1992-1994
1997-1999

Genetic Epidemiology

Research Assoc.
Professor-Genetics,
Washington University
School of Medicine

Olson, P.

Ph.D.

1994

Phenotypic Plasticity
and Ontogenetic
Variation.

Last known position:
Pioneer Hybrid, Des
Moines, lowa

Todorov,

Jr. Faculty

1994-1997

Genetic Epidemiology

Research Professor-




Alexandre

Psychiatry,
Washington University
School of Medicine

Gu, C. Charles

Jr. Faculty

1995-1998

Genetic Epidemiology

Associate Professor,
Washington University
School of Medicine

An, Ping

Jr. Faculty

1997-2000

Genetic Epidemiology

Research Asst.
Professor, Washington
University School of
Medicine

Hong, Yuling

Jr. Faculty

1997-2001

Genetic Epidemiology

Director, Epidemiology
and Research Services,
American Heart
Association.he left that
a few years back? Is he
back at AHA?

Corbett, Jonathan

Jr. Faculty

2002-2003

Genetic Epidemiology

Adjunct Instructor,
University College
Instruction and
Research, Washington
University

Wu, Jun

GEMS/M.S.

2003-2004

Genetic Epidemiology

Last known position:
Research Statistician,
Washington University
(currently in
California)

Ehrich, Thomas H.

Ph.D.

2000-2004

Genetics of Dietary
Obesity

Consulting Patent
Attorney at Cambia, St.
Louis

Kraja, Aldi

Jr. Faculty

1999-2005

Genetic Epidemiology

Research Associate
Professor, Washington
University School of
Medicine

Yu, Kai

Jr. Faculty

2003-2005

Genetic Epidemiology

Senior Investigator,
National Cancer
Institute/NIH. (Kai
rcvd. the NIH merit
award in 2009.)

Howell, Seth
Andrew.

Ph.D.

2002-2004

Mathematics

Senior Data Analyst at
Ayasdi, Pala Alto, CA.

Flores, Hubert.

GEMS/M.S.

2005-2006

Genetic Epidemiology

Statistical Data
Analyst, Cardiology
Div., Dept. of
Medicine, Washington
University School of
Medicine




de las Fuentes, GEMS/M.S. | 2006-2008 Genetic Epidemiology | Assoc. Professor. of
Lisa Medicine and
Biostatistics,
Washington University
School of Medicine
Ross, Jerlinda GEMS MS | 2005-2006 Genetic Epidemiology | Medical Residency
G.C. Program (ObGyn) at
Indiana University
School of Medicine
Kenney-Hunt, Jane | Ph.D. 2006-2007 Genetics Asst. Professor of
P. Biology, Westminster
College, Fulton, MO
Kishore Kumar, B. | Ph.D. 2004-2006 Clinical Trials Last known:
University of Madras,
India
Crosswhite, GEMS/M.S. | 2005-2008 Genetic Epidemiology | Last known position:
Michael Private Industry,
California
Huang, Pin-Chia GEMS M.S. | 2006-2007 Genetic Epidemiology | Last known: Tapei,
(Anya) Taiwan
Zhou, Jia GEMS/M.S. | 2006-2007 Genetic imprinting in Graduate of HSG PhD
obesity Program, Washington
University School of
Medicine
Park, Yong-Moon | GEMS/M.S. | 2007-2009 Gene Networks and Associate Professor,
Inflammatory markers Dept. of Preventive
for Metabolic Syndrome | Medicine, Catholic
University of Korea
Sung, Yun Ju Jr Faculty 2006-Present | Statistical genetics Associate Professor,
Washington University
School of Medicine
Shi, Gang Jr Faculty 2006-2011 Statistical genetics Associate Professor,
Xidian University,
Xi’an, Shaanxi, China
Norgard, Eliz Ph.D. 2007-2010 Genetic Architecture Last known position:
and Developmental Lab Instructor, Colby
Bases for Long Bone College, Maine
Length QTL in Mice"
(committee member)
Kume, Rezart GEMS/M.S. | 2008-2009 Genetic Epidemiology Digital Marketing
Analyst at Sigma-
Aldrich, St. Louis, MO
Simino, Jeannette | Post-doc 2009-2012 Genetic Epidemiology Biostatistician, Univ.
Junior 2012-2014 of Mississippi Medical
Faculty Center, Jackson, Ml
Winston Honold, Ph.D./HSG | 2006-2010 Genetic Modifiers of Pipeline Decision




Julia Congenital Heart Analytics Lead,

Disease (committee Monsanto Co.
member) St. Louis MO
Kalathiveeti, Sonia | GEMS 2011-12 Genetic Epidemiology | Has applied to Medical

School; currently
Clinical Research
Coordinator, Oncology
Div., Dept. of
Medicine, Washington
University School of

Medicine
Basson, Jacob Ph.D. 2010 - 2013 Genetic Dissection of AAAS Fellow with
Blood Pressure NIGMS
Basson, Jacob Post-Doc 2013-2015 Genetic Epidemiology | AAAS Fellow, NIH-

National Institute of
General Medical
Sciences-Office of
Program Planning,
Analysis and
Evaluation (NIGMS-
OPAE), Bethesda, MD

Basson, Jacob AAAS 2015 - present
Science and
Technology
Policy
Fellowship

12. Research Grants as PlI:

a. Current

1. Principal Investigator: RO1 HL118305: “A Multi-Ethnic Study of Gene-Lifestyle Interactions in
Cardiovascular Traits”, 01/15/2014 — 12/31/2017, Current year DC $1,525,284, NIH/NHLBI
Grant.

2. Principal Investigator: RO1HL111249: “Rare Variants for Hypertension in Taiwan Chinese”,
7/1/2012-6/30/2016, Current year DC $698,261, NIH/NHLBI Grant.

3. Principal Investigator: RO1 HL107552: “Gene-Environment Interactions in the Longitudinal
Framingham Heart Study”, 08/1/11-03/31/2015 (NCE), Current year DC $225,000,
NIH/NHLBI Grant.

4.  Principal Investigator, R25 HL105400, “PRIDE Summer Institute in Cardiovascular Genetic
Epidemiology”, 09/20/10-07/31/14, Current year DC $322,649, NIH/NHLBI.

5. Principal Investigator, T32 HL091823, “Post-Doctoral Research Training in Genetic
Epidemiology”, 9/15/2008-8/31/2018, Current year DC $248,632, NIH Grant

6.  Principal Investigator (Subcontract): RO1 HL090668: “Initiating Factor for Hypertension”,
07/1/09-06/30/14 (NCE), Current year DC $57,964, University of Utah (Renal Grant).



7. Principal Investigator (Subcontract), RO1 HL086694, “Genome-Wide Association Analysis in
Essential Hypertension”, 12/01/06-05/31/14 (NCE), Current year DC $65,789, Johns Hopkins
University, NIH Grant.

8.  Principal Investigator (Subcontract), RO1 HL055673, “HyperGEN: Genetics of Left Ventricular
Hypertrophy”, 8/10/1996 - 4/30/2017, Current year DC $42,452, University of Alabama at
Birmingham, NIH Grant.

b. Recent Past Support

Principal Investigator (Subcontract), RO1 HL 86718, “Fine Mapping of Hypertension Genes Detected
by Admixture in the FBPP”, 07/1/07-06/30/13, Current year DC $21,249, Case Western University,
NIH Grant.

Principal Investigator, R21 HL095054, “Exploring a New Direction to Gene Discovery for
Hypertension in the Large FBPP”, 09/30/09-07/31/11, Final year DC $100,000, NIH/NHLBI grant
(ARRA).

Principal Investigator, RO1 HL094286, “Development of Data Ontologies for Integrating Multi-
Center Cardiovascular Studies”, 07/1/09-06/30/11, Final year DC $488,000, NIH/NHLBI grant
(ARRA).

Principal Investigator (Subcontract), RO1 HL090682, “Family-Based Genome-Wide Association
Study for Salt-Sensitivity of Blood Pressure”, 09/15/08-07/31/12, Final year DC $147,792, Tulane
University, NIH Grant.

Principal Investigator, R25 HL085040, “Genetic Epidemiology of Cardiovascular Disease and Risk
Factors”, 08/1/06-06/30/10, Final Year DC $239,339, NIH/NHLBI Grant.

Principal Investigator (Subcontract), U01 HL72507, “Genetic Epidemiology of Blood Pressure
Intervention”, 09/30/02-05/31/09, Final year DC $86,274, NIH/Tulane University Grant.

Principal Investigator, “The Genetics of Obesity and its Comorbidity: The Québec Family Study,”
10/01/98-09/30/03, Total subcontract $39,295, Medical Research Council of Canada/Laval
University Grant.

Principal Investigator (Subcontract), RO1 HL055673, “HyperGEN: Genetics of Left Ventricular
Hypertrophy”, 08/10/96-06/30/11, Final year DC $71,145, NIH/University of Alabama Grant.

Core Director, Biostatistical Consultation Facility (Core), P30 MH31302, “CRC on Epidemiological
Genetics and Family Studies”, (C.R. Cloninger, CRC PI), 08/01/96-07/31/01, Total DC for the CRC,
$3,151,609, NIMH Grant.

Principal Investigator, U01 HL54473 “The Family Blood Pressure Program (Program Data Center)”,
09/05/95-08/31/09, Final Year DC $432,319, NIH/NHLBI Grant.

Principal Investigator, RO1 HL47317, “HERITAGE: Genetics, Exercise & Risk Factors.” 07/01/92-
08/31/06, Final Year DC $280,264, NIH Grant.

Principal Investigator (Subcontract), RO1 HL045670, “HERITAGE Family Study Phase 4, 09/01/06-
01/31/11, Final year DC $138,386, NIH/Louisiana State University Grant.



Principal Investigator, “Family and Genetic Studies of Cardiovascular Disease-Coordinating Center,’

b

05/01/92-04/30/96, Total DC, $1,368,281, NIH Grant.

Principal Investigator: RO1IGM28719: “A Research Project in Genetic Epidemiology”, 07/01/1978-
08/31/2009, Final year DC $170,673, NIH/NIGMS Grant.
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